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batch 



DATE: 10/04/2000 

- «s£cssr us/0*/*— ««•■ — 



a <110> APPLICANT: Co, Man Sung 

1 Vasquez, Maximiliano 

? rarreno, Beatriz 

6 7 celniKer, Abbie Cheryl 

8 Collins, Mary 

9 Goldman, Samuel 
10 Gray, Gary S. 

Knight, Andrea 

12 o'Hara, Denise 

V^leertruiaa IMHDN0GL0 B»LIN REACTIVE WITH 

» <X30> ™ °/ D STor TREATMENT THEREWITH 

20 <130> FILE «f™S T ^H 5 OTmffi: 09/626,731 

22 <140> CURRENT APPLICA TION ? . 27 

23 <141> C ™*"" ATI oN NUMBER: 09/249,011 
" ^ PRIOR FILING DATE : 1999-02-12 

30 <170> SOFTWARE: FastSEQ tor 

32 <210> SEQ ID NO: 1 

33 <211> LENGTH: 405 

3 3 t tf£ Sis" Murine anti-B7-2 heavy chain 

37 <220> FEATURE: 

38 <221> NAME/KEY: CDS 

39 <222> LOCATION: (1)..-("US) 

40 <223> OTHER INFORMATION: 48 
*° 7 :f00> SEQUENCE: 1 ttc ttt tg f t a- aca get £ 

48 atg ggt tgg aac tgt phe phe Leu Va i Thr inr 

49 Met Gly Trp Asn Cys 10 95 

50 1 .„ _ , aa ate cag ctg cag ca, tct ggg cot gag ctg gj ^ 



S 9t9 cac tec cag gtc cag ctg cag cag tct ggg ~ „ Val Arg 
S3 »•» "'' "* "» " „ « c „» t« •« ttt 

S =« « j- 1 SI SI S S S-S S ~ 1 ! " "" 

57 Pro Gly Glu Ser Val hys 4b 

S - gat tat get ata cag tgg gtg «. cag agt ca jc. aag £ „ 

61 Thr Asp Tyr Ala He Gin Trp 60 ^ 

62 50 „. t at t aat att tac tat gat aat aca a 

64 gag tgg att |ga gtt att a^ ^ ^ Tyr sn Thr A sn 

65 Glu Trp He Gly Va 75 ^ ag<j 
« « aag ttt aag ggc aag gec aca atg act gta gac ^ Ser 

69 Gin Lys Phe Lys Gly Lys 90 



144 
192 



288 
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Glu 
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Glu 
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He 
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384 


77 
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Trp 
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Gly 
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tea 
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tea 




















405 


81 


Thr 


Ser 


Val 


Thr 


Val 


Ser 


Ser 























82 130 135 

85 <210> SEQ ID NO: 2 

86 <211> LENGTH: 135 

87 <212> TYPE: PRT 

88 <213> ORGANISM: Murine anti-B7-2 heavy chain 
90 <400> SEQUENCE: 2 
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Met 


Gly 


Trp 
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He 


He 
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Thr 
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Thr 


Gly 


92 
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Val 


His 


Ser 
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Val 


Gin 


Leu 


Gin 
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Ser 


Gly 


Pro 


Glu 


Leu 


Val 


Arg 


94 








20 










25 










30 






95 


Pro Gly Glu 


Ser 


Val 
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He 


Ser 


Cys 
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Gly 


Ser 


Gly 


Tyr 


Thr 


Phe 


96 
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45 








97 


Thr 


Asp 


Tyr 


Ala 


He 


Gin 


Trp Val 


Lys 


Gin 


Ser 


His 


Ala 


Lys 


Ser 


Leu 


98 




50 










55 










60 










99 


Glu 


Trp 


He 


Gly 


Val 


He 


Asn 


He 


Tyr 


Tyr 


Asp 


Asn 


Thr 


Asn 


Tyr 


Asn 


100 


65 










70 










75 










80 



101 Gin Lys Phe Lys Gly Lys Ala Thr Met Thr Val Asp Lys Ser Ser Ser 

102 85 90 95 

103 Thr Ala Tyr Met Glu Leu Ala Arg Leu Thr Ser Glu Asp Ser Ala He 

104 • 100 105 110 

105 Tyr Tyr Cys Ala Arg Ala Ala Trp Tyr Met Asp Tyr Trp Gly Gin Gly 

106 115 120 125 

107 Thr Ser Val Thr Val Ser Ser 

108 130 135 

110 <210> SEQ ID NO: 3 

111 <211> LENGTH: 396 

112 <212> TYPE: DNA 

113 <213> ORGANISM: Murine anti-B7-2 light chain 

115 <220> FEATURE: 

116 <221> NAME/KEY : CDS 

117 <222> LOCATION: (1)...(396) 

119 <400> SEQUENCE: 3 

120 atg gat tea cag gcc cag gtt ctt ata ttg ctg ctg eta tgg gta tct 48 

121 Met Asp Ser Gin Ala Gin Val Leu He Leu Leu Leu Leu Trp Val Ser 

122 1 5 10 15 

124 ggt acc tgt ggg gac att gtg ctg tea cag tct cca tec tec ctg get 96 

125 Gly Thr Cys Gly Asp He Val Leu Ser Gin Ser Pro Ser Ser Leu Ala 

126 20 25 30 

128 gtg. tea gca gga gag aag gtc act atg age tgc aaa tec agt cag agt 144 

129 Val Ser Ala Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gin Ser 

130 35 40 45 
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1 to 
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Ser 
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Ser 
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157 


<210> SEQ ID 


NO: 


4 






















158 


<211> LENGTH 


132 























159 <212> TYPE: PRT 

160 <213> ORGANISM: Murine anti-B7-2 light chain 

162 <400> SEQUENCE: 4 

163 Met Asp Ser Gin Ala Gin Val Leu He Leu Leu Leu Leu Trp Val Ser 

164 15 10 .15 

165 Gly Thr Cys Gly Asp He Val Leu Ser Gin Ser Pro Ser Ser Leu Ala 

166 20 25 30 

167 Val Ser Ala Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gin Ser 

168 35 40 45 

169 Leu Leu Asn Ser Arg Thr Arg Glu Asn Tyr Leu Ala Trp Tyr Gin Gin 

170 50 55 60 

171 Lys Pro Gly Gin Ser Pro Lys Leu Leu He Tyr' Trp Ala Ser Thr Arg 

172 65 70 75 80 

173 Glu Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp 

174 85 90 95 

175 Phe Thr Leu Thr He Ser Ser Val Gin Ala Glu Asp Leu Ala Val Tyr 

176 100 105 110 

177 Tyr Cys Thr Gin Ser Tyr Asn Leu Tyr Thr Phe Gly Gly Gly Thr Lys 

178 t 115 120 * 125 

179 Leu Glu He Lys 

180 130 

182 <210> SEQ ID NO: 5 

183 <211> LENGTH: 405 

184 <212> TYPE: DNA 

185 <213> ORGANISM: Humanised murine anti- human B7-2 heavy chain 

187 <220> FEATURE: 

188 <221> NAME/KEY: CDS 

189 <222> LOCATION: (1)...(405) 
191 <400> SEQUENCE: 5 
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252 130 135 

254 <210> SEQ ID NO: 7 

255 <211> LENGTH: 396 

256 <212> TYPE: DNA 

257 <213> ORGANISM: Humanized murine anti-human B7-2 light chain 

259 <220> FEATURE: 

260 <221> NAME/KEY: CDS 

261 <222> LOCATION: (1)...(396> 
263 <400> SEQUENCE: 7 
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<210> SEQ ID 


NO: 


8 
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<211> LENGTH 


132 



























303 <212> TYPE: PRT 

304 <213> ORGANISM: Humanized murine anti-human B7-2 light chain 

306 <400> SEQUENCE: 8 

307 Met Asp Ser Gin Ala Gin Val Leu He Leu Leu Leu Leu Trp Val Ser 

308 1 5 10 15 

309 Gly Thr Cys Gly Asp He Val Leu Thr Gin Ser Pro Asp Ser Leu Ala 

310 20 25 30 

311 Val Ser Leu Gly Glu Arg Ala Thr He Ser Cys Lys Ser Ser Gin Ser 

312 35 40 45 

313 Leu Leu Asn Ser Arg Thr Arg Glu Asn Tyr Leu Ala Trp Tyr Gin Gin 

314 50 55 60 
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